A number of independent systems for sugar transport in Neurospora have been postulated. An approach to identification of specific components of the sorbose transport system in ungerminated conidia pretreated with sorbose is described here. The fact that sorbose stimulates sorbose-uptake without causing germination was exploited in differential labeling experiments. Sorbose treated and untreated conidia were incubated with ( 3 H)-leucine and ( 14 C)-leucine respectively, and then mixed extracts fractionated on CM-cellulose at pH 4.75. Changes in the 3 H/ 14 C-ratio indicated sorbose-induced or -repressed substances. In selecting labeling conditions, care was taken to avoid errors that might arise from any differences in the internal amino acid pool size.
Conditions for sorbose uptake into cells of Neuro
One of these genes seems to be of the regulator type 9 .
The others, in lack of evidence to the contrary, are considered as structural genes. From current physiological investigations it follows that at least 3 separate systems for active uptake of sorbose exist in Neurospora. They are used by the cell in different situations 10 ' 11 and can be named accordingly 
Material and Methods
Strain and cultural conditions: Neurospora crassa wildtype 74-OR 23-1A De Serres was grown on glycerol complete at 25 °C. Conidia of 7 day old cultures were harvested as dry powder, suspended in water, filtered through cotton to remove mycelial fragments and counted in a haemocytometer. The suspension was adjusted to 1 x 10 7 conidia/ml and kept at 25 °C for 2 hours.
Pretreatment with sorbose: 4 x 10 9 conidia of the above suspension were filtered onto millipore filter disks, washed twice with water, and resuspended in 1 / 0.037 M citrate-phosphate buffer of pH 4.75 which contained 1% filtersterilized sorbose. This pH is optimal for the transport system in ungerminated conidia pretreated with sorbose. in 100ml portions into 200ml Erlenmeyer flasks and incubated on a shaker at 60 cycles per minute. 4 x 10 9 conidia taken from the same suspension and set up in buffer in identical fashion but without sorbose served as untreated reference material.
Labeling of proteins: 3*/2 hours after resuspending the conidia in the buffer with or without sorbose, 0.2 ml solutions of ( 3 H) leucine or ( U C) leucine were added to respective flasks. The ( 3 H) leucine was applied as a solution of 0.05 mc/ml (final radioactivity was 0.1 /ucj ml, final concentration of leucine 10~4 MM). The ( 14 C) leucine was applied as a solution of 0.01 mc/ml (final radioactivity was 0.02 ^c/ml, final concentration of leucine 0.64 x 10 -4 MM). After addition of the label the cultures were shaken for further 30 min., then filtered off onto millipore filter disks, washed twice with water and stored at 0 °C.
Extraction: Sorbose-treated, 3 H-labeled and untreated, 14 C-labeled conidia were mixed, suspended in 10 ml ice-cold 6.7 MM citrate-phosphate buffer of pH 4.75 and disrupted by shaking with glass beads in a Biihler homogenizer. The raw extract, decanted from the beads, was divided by 60 min. centrifugation at 105000 g into supernatant, containing the buffer soluble material, and sediment, containing cell debris plus buffer insoluble components. The supernatant was used directly in column chromatography. The sediment was washed twice with buffer and extracted with 10 ml buffer plus 2.5% Triton X-100. Triton-soluble material was then separated from the residual particles by 60 min. centrifugation at 70 000 g.
Controls:
Experiments, where both halves of the cellular suspension were free of sorbose, but one half received the 3 H-label, the other the 14 C-label as above, served as controls. They were set up from the same conidial suspension as above and, apart from the omission of sorbose, were carried through in identical fashion.
Protein determinations: Protein was determined by the biuret method, as described by SCHNEIDER et al. 1S , or by a semiquantitative method derived from REINDEL and HOPPE 19 . For protein determinations in the Triton material, acetone was used as a precipitant.
Counting procedure: The liquid scintillation spectrometer used was a Packard 3300, the channels of which in the double label experiments were set as follows: 3 H-channel 29.3% of 14 C-activity; 14 C-channel less than 0.1% of 3 H-activity. Samples were measured in 3 parts toluene plus 1 part Triton X-100 plus 4g BBOT per liter. Since quench was constant in all samples from the same column, and nearly so between columns, absolute activities were not calculated. rial half of which had been treated with sorbose, the other half not (Fig. 2 b) . It will be seen that peak 4 of the o.d. tracing represents substances not labeled and therefore not synthesized during the labeling period, no matter whether cells were treated with sorbose or not. In contrast, peak 5 contains both labels, but in different relative amounts for the treated versus untreated run (Fig. 2 b) as compared to the untreated versus untreated control (Fig. 2 a) .
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